The title imidoyl chloride, C 16 H 8 Cl 4 N 2 , has formed accidentally as a side product during the synthesis of a quinolin-3-one derivative. The molecule is not flat [the dihedral angle between the 4,6-dichloroquinoline and the imidoyl chloride planes is 53.43 (5) ], preventing -conjugation over the complete entity. In the crystal, C-HÁ Á ÁN hydrogen bonding between a chlorophenyl C-H group and the quinoline N atom, as well as -stacking between neighbouring quinoline rings, consolidate the packing.
Structure description
Pyrazoloquinolinones are reported as highly active compounds (agonists, antagonists and partial agonists) for the benzodiazepine binding site at the GABA A receptor (Yokoyama et al., 1982) . Additionally, they act as allosteric modulators via the +-interface (Ramerstorfer et al., 2011; Varagic et al., 2013) . In the context of this research, we obtained the title compound, (III), as a by-product during the synthesis of ethyl 4,6-dichloroquinoline-3-carboxylate, (II) (Fig. 1) .
The molecular structure of the title compound is displayed in Fig. 2 . The 4,6-dichloroquinoline moiety is essentially planar (r.m.s. deviation = 0.0198 Å ), with one of the substituted Cl atoms having the largest deviation from the mean plane [Cl2, 0.0468 (6) Å ]. The complete molecule is not flat, with the imidoyl chloride moiety twisted out of the 4,6-dichloroquinoline plane by 53.43 (5) . The dihedral angles between the imidoyl chloride moiety and the attached 3-chlorophenyl ring and between the 4,6-dichloroquinoline and the 3-chlorophenyl ring are 71.30 (14) and 18.20 (4) , respectively. The torsion angle of the backbone connecting the three moieties, i.e. C8-C10-N2-C11, is À178. 03 (13) . Individual molecules are arranged in layers parallel to (101). Within a layer, -stacking between parallel quinoline rings (centroid-to-centroid distance between phenyl data reports and pyridine rings = 3.595 Å ; plane-to-plane distance = 3.446 Å ) stabilize this arrangement. Mutual intermolecular C-HÁ Á ÁN hydrogen-bonding interactions between a C-H group of the chlorophenyl ring and the quinoline N atom of two molecules in neighbouring layers leads to the formation of inversion dimers ( Fig. 3 Further intermolecular halogen-halogen contacts, i.e. Cl3Á Á ÁCl3(Àx + 1, Ày + 1, Àz), with a distance of 3.3453 (7) Å , might also help to consolidate the crystal structure.
Synthesis and crystallization
Ethyl 6-chloro-4-oxo-1,4-dihydroquinoline-3-carboxylate, (I), was prepared via the Gould-Jacobs reaction (Gould & Jacobs, 1939) . 2 g of the crude product were dispersed in 10 ml phosphoryl chloride and refluxed for 2 h. The reaction mixture was then poured on ice, neutralized with saturated NaHCO 3 solution and extracted with CH 2 Cl 2 (3 Â 40 ml). The organic layer was washed with water (1 Â 40 ml) and brine (1 Â 40 ml), dried over Na 2 SO 4 , filtered and evaporated. The residue was purified via flash column chromatography (5-20% EtOAc in petroleum ether) to give a colourless solid (yield: 1.74 g, 6.45 mmol, 81%) of (II). The side product (III), representing the title compound, consisted of a light-yellow solid (32 mg). We assume that for formation of (III), the 3-chloroaniline employed in the synthesis of (I) was still present in the crude product and reacted in the following step with (II) to give (III) as a minor by-product. The packing of the molecules in the crystal structure of the title compound in a view along the b* axis. C-HÁ Á ÁN interactions are shown as magenta dashed lines. Computer programs: APEX3 and SAINT (Bruker, 2015) , SHELXT (Sheldrick, 2015a) , SHELXL2014 (Sheldrick, 2015b) , XP (Sheldrick, 2008) , Mercury (Macrae et al., 2006) and publCIF (Westrip, 2010) . Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx; Ày þ 1; Àz þ 1.
Figure 2
The molecular structure of the title compound. Displacement ellipsoids are drawn at the 50% probability level and H atoms are given as spheres of arbitrary radius.
Figure 1
The reaction scheme for the synthesis of the title compound, (III), and the originally intended product (II). 
Refinement
Crystal data, data collection, and structure refinement details are summarized in Table 2 .
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IUCrData ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
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